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Introduction

There is a growing interest in the studies of human longevity and in the search of
mechanisms, which determine the length of human life. Traditionally these studies
have been focused on adult and older ages, usually overlooking or even neglecting the
possible role of early-life developmental processes in longevity determination.
Recently, however, the situation has dramatically changed, because a new theory of
aging and longevity has been suggested, which explicitly predicts the importance of
early-life events in lifespan modulation [1]. Moreover, the new facts have been
uncovered, which support this idea of early-life programming of human lifespan.
The purpose of this chapter is to review new approaches, ideas and findings related to
a possible role of early-life factors in longevity determination. This new way of
thinking may have important implications both for understanding the mechanisms of
human longevity, as well as for further extension of human lifespan.

First we will discuss the fundamental theoretical justification, why early-life events
and conditions may be so important in longevity determination. This theoretical
justification is provided by the new reliability theory of aging and longevity, which
was already described elsewhere with many mathematical details [1]. Therefore, we
will skip the mathematics here and will focus more on substantive ideas of this
theory, which are particularly interesting to biogerontologists. Then, we will review
the recent epidemiological findings, which support the idea of early-life programming
of human longevity. The two types of findings will be discussed: (i) the early-life
seasonal programming of human longevity (month-of-birth effects on human life-
span), and (ii) the role of paternal age at the time of conception in determining a
person’s lifespan (presumably through mutation load in paternal sperm cells).

It is important to emphasize that the purpose of this chapter is to provide fresh
ideas and findings for further research work, rather then to present them as a
completed study. A new fascinating early-life perspective on human longevity is just
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emerging and we have a long way to go through many trials and errors. However, the
risks associated with new research paradigm may be compensated by a broader
vision of longevity mechanisms.

Theoretical justification for early-life programming of longevity:
the reliability theory of aging and longevity

The idea of fetal origins of adult degenerative diseases and early-life programming of
late-life health and survival is being actively discussed in the scientific literature [1-
11]. It is also suggested that the historical improvement in early-life conditions may
be responsible for the observed postponement of many age-related degenerative
diseases in recent generations through the process called “technophysio evolution”
[12-14]. Theoretical arguments explaining the importance of early-life conditions in
later-life health outcomes can be found in the reliability theory of aging and longevity
[1, 2]. According to this theory, biological species (including humans) are starting
their lives with extremely high initial load of damage, and, therefore, they should be
sensitive to early-life conditions affecting the level of initial damage (1, 2]. The main
ideas of this theory can be summarized in the following statements:

e Reliability theory is a general theory about systems failure. It allows researchers to
predict the age-related failure kinetics for a system of given architecture (reliability
structure) and given reliability of its components.

e Reliability theory predicts that even those systems that are entirely composed of
non-aging elements (with a constant failure rate) will nevertheless deteriorate (fail
more often) with age, if these systems are redundant in irreplaceable elements.
Aging, therefore, is a direct consequence of systems redundancy. The “actuarial
aging rate” (the relative rate of age-related mortality acceleration corresponding
to parameter o in the Gompertz law) increases, according to reliability theory,
with higher redundancy levels.

e Reliability theory also predicts the late-life mortality deceleration with subsequent
leveling-off, as well as the late-life mortality plateaus, as an inevitable consequence
of redundancy exhaustion at extreme old ages. This is a very general prediction of
reliability theory: it holds true for systems built of elements connected in parallel,
for hierarchical systems of serial blocks with parallel elements, for highly
interconnected networks of elements, and for systems with avalanche-like random
failures [2]. The reliability theory also predicts that the late-life mortality plateaus
will be observed at any level of initial damage: for initially ideal systems, for highly
redundant systems replete with defects, and for partially damaged redundant
systems with an arbitrary number of initial defects. Furthermore, reliability theory
predicts possible paradoxical mortality decline in late life (before eventual leveling-
off to mortality plateau) if the system is redundant for non-identical components
with different failure rates. Thus, in those cases when “apparent rejuvenation” is
observed (mortality decline among the oldest-old) there is no need to blame data
quality or to postulate initial population heterogeneity, or a “second breath” in
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centenarians. The late-life mortality decline is an inevitable consequence of age-
induced population heterogeneity expected even among initially identical indivi-
duals, redundant in non-identical system components [1]. Late-life mortality
decline was observed in many studies and stimulated interesting debates because
of the lack of reasonable explanation. Reliability theory predicts that the late-life
mortality decline is an expected scenario of systems failure [1].

o The reliability theory explains why mortality rates increase exponentially with age
in many adult species (Gompertz law) by taking into account the initial flaws
(defects) in newly formed systems. It also explains why organisms “prefer” to die
according to the Gompertz law, while technical devices usually fail according to
the Weibull (power) law. Moreover, the theory provides a sound strategy for
handling those cases when the Gompertzian mortality law is not applicable. In
this case, the second best choice would be the Weibull law, which is also
fundamentally grounded in reliability theory. Theoretical conditions are specified
when organisms die according to the Weibull law: organisms should be relatively
free of initial flaws and defects. In those cases when none of these two mortality
laws is appropriate, reliability theory offers more general failure law applicable to
adult and extreme old ages. The Gompertz and the Weibull laws are just special
cases of this unifying more general law [1].

e The theory explains why relative differences in mortality rates of compared
populations (within a given species) vanish with age, and mortality convergence
is observed (known as the compensation law of mortality) due to the exhaustion of
initial differences in redundancy levels.

e According to the reliability theory, the exponential growth in mortality rate, as
well as other aging phenomena (late-life mortality deceleration and compensation
law of mortality), follows naturally from the mechanism of progressive accumula-
tion of random damage in redundant systems and two general features of
biosystems [1].

The first fundamental feature of biosystems is that, in contrast to technical
(artificial) devices which are constructed out of previously manufactured and tested
components, organisms form themselves in ontogenesis through a process of self-
assembly out of de novo forming and externally untested elements (cells). The second
property of organisms is the extraordinary degree of miniaturization of their
components (the microscopic dimensions of cells, as well as the molecular dimen-
sions of information carriers like DNA and RNA), permitting the creation of a huge
redundancy in the number of elements. Thus, we expect that for living organisms, in
distinction to many technical (manufactured) devices, the reliability of the system is
achieved not by the high initial quality of all the elements but by their huge numbers
(redundancy). It is this feature of organisms, which provides an explanation why the
failure rate grows as an exponential rather than a power function of age [1], and it
also enables researchers to understand the other mortality phenomena (e.g.,
compensation law of mortality).
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The fundamental difference in the manner in which the system is formed (external
assembly in the case of technical devices and self-assembly in the case of biosystems)
has two important consequences. First, it leads to the macroscopicity of technical
devices in comparison with biosystems, since technical devices are assembled “top-
down” with the participation of a macroscopic system (man) and must be suitable for
this macroscopic system to use (i.e., commensurate with man). Organisms, on the
other hand, are assembled “bottom-up” from molecules and cells, resulting in an
exceptionally high degree of miniaturization of the component parts. Second, since
technical devices are assembled under the control of man, the opportunities to pretest
components (external quality control) are incomparably greater than in the self-
assembly of biosystems. The latter inevitably leads to organisms being “littered” with
a great number of defective elements. As a result, the reliability of technical devices is
assured by the high quality of elements (fault avoidance), with a strict limit on their
numbers because of size and cost limitations, while the reliability of biosystems is
assured by an exceptionally high degree of redundancy (fault tolerance) to overcome
the poor quality of some elements.

It is interesting to note that the uniqueness of individuals, which delights biologists
so much, may be caused by “littering” the organisms with defects and thus forming a
unique pattern of individual damage. Our past experience working with dilapidated
computer equipment in Russia gave rise to the same thought: the behavior of this
equipment could only be described by resorting to such “human” concepts as
character, freaks, personality, and change of mood. Interestingly, ideas of this kind
proved to be very useful in developing a mathematical theory of aging and longevity
for biological systems [1].

The idea that living organisms are starting their lives with a large number of
defects has deep historical roots. Biological justification for this idea was discussed
by Dobzhansky [15]. He noted that, from the biological perspective, Hamlet’s
“thousand natural shocks that flesh is heir t0o” was an underestimate and that in reality
“the shocks are innumerable” (p. 126) [15]. Also, the system may behave as if it has a
large number of initial defects when some of its components are apparently
nonfunctional for whatever reason (because of impaired regulation, disrupted
communication between components, or “selfish” behavior of DNA, cells, and
tissues, etc.). An apparent lack of any function is typical for many structures of living
organisms, starting from the molecular level (e.g., nonfunctional, selfish DNA and
inactive pseudogenes [16]), up to the level of the human brain [17].

It also follows from reliability theory that even small progress in optimizing the
processes of ontogenesis and increasing the numbers of initially functional elements
(degree of redundancy) can potentially result in a remarkable increase in lifespan.
This optimistic prediction is supported by experimental evidence of increased
offspring lifespan in response to protection of parental germ cells against oxidative
damage just by feeding the future parents with antioxidants [18]. Increased lifespan is
also observed among the progeny of parents with a low respiration rate (proxy for the
rate of oxidative damage to DNA of germ cells [2]). The reliability theory also
predicts that early-life events may affect survival in later adult life through the level
of initial damage. This prediction proved to be correct for such early-life predictor
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variables as parental age at a person’s conception [19-21] and the month of person’s
birth [22-23], which are discussed below.

Early-life seasonal programming of human lifespan

In this section we will discuss and test a hypothesis that early-life seasonal
environmental exposures in the past (such as seasonal vitamin deficiency) may affect
human survival in later life. The rationale for this approach is based on the findings
that micronutrient deficiencies play a major role in DNA damaging, human aging
and premature deaths from cancer and heart disease [24]. Deficiencies of vitamins
B>, folic acid, B, niacin, vitamins C and E, appear to mimic radiation in damaging
DNA by causing single- and double-strand breaks, oxidative lesions, or both [24].
These health hazards are highly significant because even now in such a developed
country as the United States half of the population may be deficient in at least one of
these micronutrients [24]. In previous years, when the people who are now elderly
were born, vitamin deficiencies were even more acute, particularly in the late-winter
season, just before vegetation starts anew (February, in the northern hemisphere).

It is reasonable to hypothesize (and to test this hypothesis) that vitamin deficiencies
during critical periods of fetus and infant development may affect the later health and
longevity of the deficiency-exposed birth cohorts. For example, preceding vitamin
deficiencies in February in the past may produce a subsequent lifespan-shortening
effect in February birth cohorts among adults. The same February avitaminosis
during the third month of pregnancy may produce another vulnerable birth cohort
born in August. The third month of pregnancy is known to be a critical period when
the brain is vulnerable, when the nervous system and sense organs develop, when all
of the major organs have been established, and when the embryo becomes a fetus [25,
26]. Preliminary studies have confirmed that there are two seasonal minimums in
adult life span for those born in February and in August [22]. Adult lifespan
minimum in August birth cohorts was also found in the earlier studies [27]. In
general, all previous studies found statistically significant seasonality in adult life-
span according to month of birth, but there is controversy over the exact seasonal
pattern of lifespan fluctuations [22, 23, 27, 28]. Further studies are required in order
to validate the previous findings, address the existing controversies and explore the
possible mechanisms of lifespan seasonality.

Early-life seasonal impacts on subsequent adult lifespan may include not only
seasonal vitamin deficiency, but also other seasonal impacts, such as infectious
diseases. Seasonal peaks of disease occurrence are typical for many conditions [29]
including: tularemia and Rocky mountain spotted fever (spring-early summer), the
St. Louis encephalitis and other viral encephalitides (late summer-early fall),
influenza (mid-winter), measles (rubeola, late winter-early spring), enteric bacterial
infections (summer), poliomyelitis (peak in July-August, minimum in March),
infectious virus hepatitis (late winter). Some diseases have additional cyclic variation
with a periodicity of longer than one year [29], such as, for example, measles
(rubeola, 3 year cycle) and meningococcal meningitis (7-9 year cycle). The most
drastic effects of infectious agents in pregnancy which probably represent the tip of
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the iceberg of the damage to progeny [25], include:

1. for the rubella virus (German measles): cardiac malformation, deafness,
cataracts, glaucoma, and tooth defects.

2. for cytomegalovirus: growth retardation, blindness, mental retardation and
deafness.

3. for the herpes simplex virus: microcephaly and mental retardation.

4.  for varicella (chickenpox): skin scarring, muscle atrophy, and mental retarda-
tion.

5.  for poliovirus: adult schizophrenia [30]. Poliovirus epidemics peak in July-
August and exposure to this virus in the second trimester of gestation seems to
produce subsequent adult schizophrenia in February birth cohorts [31]. Adult
schizophrenia is also associated with neonatal meningitis caused by another
enterovirus, Coxackie B5 [32].

Thus, both infectious agent exposures and vitamin-deficiency exposures should be
considered for possible explanation and study of the early seasonal environmental
impacts on adult lifespan.

Season of birth and human longevity

We have studied month-of-birth effects on human longevity using particularly
reliable data on European aristocratic families. We analyzed data for extinct birth
cohorts (born in 1800-1880) with lifespan already known for each particular person.
Table 1 presents new striking data that the month of birth is indeed an important
predictor for the life expectancy of adult women (30 years and above). In particular,
women born in May and December tend to live 2-3 years longer on average
compared to those born in February (significant at p<0.01). The effects of the
months of birth are expressed in Table 1 as a difference from the reference level for
those born in February and are point estimates of the differential intercept
coefficients adjusted for effects of other variables.

It is important to emphasize that the month of birth continues to be an important
predictor for women’s lifespan, even after adjustment for the effects of all other
explanatory variables including calendar year of birth, maternal lifespan, paternal
lifespan and other variables described in the footnotes of Table 1.

Note how regular is the M-shaped dependence of women’s lifespan on their month
of birth (Table 1). Starting with February “ground zero,” the lifespan is increasing
monotonically through March and April, reaching its first peak in May—July. Then
lifespan decreases forming a local minimum in August. Then lifespan starts to
increase again in a regular way through September, October and November, reaching
its second peak in December. After that, it drops down through January to February
forming the M-shaped pattern (bimodal distribution) with two peaks in May-July
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Table 1. Female lifespan as a function of month-of-birth

Net effect*
in years Standard

Month-of-birth (point estimate) error p-Value
February 0.00 Reference level

March 1.10 0.92 0.2331

April 1.72 0.92 0.0619
May 2.35 0.90 0.0090
June 1.66 0.90 0.0665

July 1.86 0.91 0.0404
August 1.49 0.90 0.0978

September 1.51 0.92 0.0986

October 1.95 0.90 0.0308

November 213 0.93 0.0229
December 3.4 0.91 0.0009
January 0.94 0.92 0.3086

February 0.00 Reference level

*Net effect corresponds to additional years of life gained (or lost) compared to the reference category
(lifespan for those born in February).

Results for Table 1 are obtained through multivariate regression analysis of lifespan data (outcome
variable) for 6908 women born in 18001880 (extinct birth cohorts with lifespan known for each person),
who survived by age 30 (focus on analysis of adult lifespan). The following additional predictor variables
are also included in the final model because of their predictive value: (1) calendar year of birth, (2) ethnicity
(Russian, British and others), (3) loss of father during formative years of childhood (before age 15), (4) loss
of mother during formative years of childhood (before age 15), (5) cause of death (violent vs non-violent),
(6) early death of at least one sibling (before age 30), (7) high birth order (7+), (8) nobility rank of the father
(indicator of social status), (9) large family size (number of siblings 9+), (10) maternal lifespan, (11)
paternal lifespan, (12) paternal age at person’s birth, (13) late paternal age at first childbirth (50+ years),
(14) birth of the first child by mother after age 30, (15) death of mother from violent cause of death. The F-
value for regression model is 18.12 (p <0.0001).

Statistically significant effects are highlighted in bold.

and November-December, a local minimum in between (August) and the lowest
lifespan for those born in February.

It is interesting to note that the months of February and August are already known
in scientific literature as “bad” months to be born. For example, a similar bimodal
month-of-birth distribution was found for birth frequencies of cystic fibrosis disease
with peak births in February and August [33]. Further studies are required to find out
whether this is just a coincidence of findings or a general seasonal pattern.

The fact that such an early circumstance of human life as the month of birth may
have a significant effect 30 years later on the chances of human survival is quite
remarkable. It indicates that there may be critical periods early in human life
particularly sensitive to seasonal variation in living conditions in the past (e.g.,
vitamin supply, seasonal exposure to infectious diseases, etc.).
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As we already mentioned earlier, the deficiency of vitamins B;,, folic acid, B,
niacin, C, or E, appears to mimic radiation in damaging DNA by causing single- and
double-strand breaks, oxidative lesions, or both, and may contribute to premature
aging [24]. The seasonal lack of these vitamins in late winter/early spring, in
coincidence with one of the two critical periods in fetus or child development (the
third critical month of pregnancy and the first months after birth), may explain a
dramatic life span shortening among those born in August and February. This
finding is also consistent with the reliability theory of aging, which emphasizes the
importance of the initial level of damage that determines the future length of human
life [1-2].

In contrast to females, the male lifespan is less dependent on month of birth, at
least in this particular dataset (see Table 2).

The sex specificity of the month-of-birth effects on adult lifespan is a puzzling
observation, but it is also a reassuring one from the methodological point of view.
Indeed, the data for men and women are taken from the same data sources and are
represented by the same set of family variables (because they are brothers and sisters
to each other). Therefore, any possible flaws in data collection and analysis (such as
omission of important predictor variables, for example) should produce very similar
biases both in males and females data. Instead we observe a clear sex-specific
seasonal effect, which is reassuring from the methodological perspective.

While discussing the greater response of female lifespan to the season of birth, it is
interesting to see whether other traits such as, for example, the female childlessness
are also affected by the month of birth. Indeed, studies on Dutch women found that
the birth distribution of childless women, as compared with fecunds, was best
represented with bimodal curve with zeniths in January and July [34]. It is interesting
to note that the two peaks for childlessness (January and July) seems to correspond
well with the two observed minimums for female adult lifespan observed in our study
(February and August - just only one month shift compared to childlessness
findings).

Women may be more sensitive to early-life conditions, because their eggs (oocytes)
are formed very early in life. The female human fetus at age 4-5 months possesses 67
million eggs. By birth, this number drops to 1-2 million and declines even further. At
the start of puberty in normal girls, there are only 0.3-0.5 million eggs. If the number
and quality of oocytes is determined early in life, then early-life conditions may have
long-lasting effects on hormonal status in later life, fecundity, age at menopause and
lifespan. .

Our finding that the month of February is “bad” month to be born for female
corresponds well with schizophrenia studies. The risk of schizophrenia is higher for
persons, whose birth date is close to February, and this seasonal effect is more
marked among females [35]. It was also found that pre-natal exposure to influenza
epidemic is associated with later development of schizophrenia in females but not in
males [36-37].

While discussing studies of month-of-birth effects, it is important to be aware of
methodological problems and pitfalls. In some cases a simplistic approach is applied
to study the effects of month of birth on human lifespan: mean ages at death are
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Table 2. Male lifespan as a function of month-of-birth

Net effect*
in years Standard

Month-of-birth (point estimate) error p-Value
February 0.00 Reference level
March -0.03 0.87 0.98
April -1.16 0.87 0.18
May 1.00 0.86 0.24
June 1.37 0.87 0.11
July -0.94 0.85 0.27
August -0.80 0.86 0.35
September -0.01 0.85 0.99
October -0.59 0.87 0.50
November -0.81 0.88 0.36
December -0.36 0.88 0.68
January 0.37 0.87 0.67
February 0.00 Reference level

*Net effect corresponds to additional years of life gained (or lost) compared to the reference category
(lifespan for those born in February).

Results for Table 2 are obtained through multivariate regression analysis of lifespan data (outcome
variable) for 7009 men born in 18001880 (extinct birth cohorts with lifespan known for each person),
who survived by age 30 (focus on analysis of adult lifespan). The following additional predictor variables
are also included in the model because of their predictive value: (1) calendar year of birth, (2) ethnicity
(Russian, British and others), (3) loss of father during formative years of childhood (before age 15), (4) loss
of mother during formative years of childhood (before age 15), (5) cause of death (violent vs non-violent),
(6) early death of at least one sibling (before age 30), (7) high birth order (7+), (8) nobility rank of the father
(indicator of social status), (9) large family size (number of siblings 9+), (10) maternal lifespan, (11)
paternal lifespan, (12) paternal age at person’s birth, (13) late paternal age at first childbirth (50+ years),
(14) birth of the first child by mother after age 30, (15) death of mother from violent cause of death. The F-
value for regression model is 14.90 (p <0.0001).

calculated for people born in different months using cross-sectional data (i.c., death
certificates collected during a relatively short period of time [38]). This methodology
is flawed and can produce both false positive and false negative findings. For
example, if the seasonality of births and infant mortality were more expressed in the
past, then the month-of-birth distribution of people would differ in different age
groups of the population, thus producing a spurious month-of-birth effect on lifespan
(if erroneously estimated through mean age at death). This mistake happens because
the mean age at death depends on the age distribution of living people, which may
differ depending on month-of-birth. Thus, even if the month of birth does not affect
adult lifespan, nevertheless a false positive finding may occur, simply because the
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effects of population age structure are not taken into account. On the other hand,
month-of-birth effects could be overlooked by this cross-sectional method if the
seasonal effects on age-specific mortality rates are proportional. This false negative
finding happens because proportional changes in death rates produce a proportional
changes in the numbers of deaths in all age groups, and such proportional changes in
numbers have no effect on the mean age at death. Thus, a false negative finding may
occur, because cross-sectional analysis of death records is blind to proportional
changes in age-specific death rates. In our study we avoided this simplistic cross-
sectional analysis of death records as a flawed methodology. Instead we applied a
cohort approach by following people born in the same calendar years until the last
person died (method of extinct generations).

Finally, we would like to comment on the importance to control for socio-
economic status while studying the effects of month of birth. This is very important
issue because there are significant differences in birth seasonality between different
social classes [39, 40]. Therefore, studies of aggregated data for whole countries [38]
may simply reflect the well-known differences in procreation habits of different socio-
economic groups. In our study we control for socio-economic status both by
stratification (only aristocratic families are included into analysis) and by regression
(control for nobility rank).

Parental-age effects on human longevity

Practical importance of the studies on parental-age effects

Childbearing at older ages has become increasingly common in modern societies
because of demographic changes (population aging), medical progress (e.g., in vitro
fertilization (IVF) to older women) and personal choice [21, 41]. For example, in the
United States the number of births to older mothers (35-39 years and 40+ years)
more than doubled since 1980 while the number of births to younger mothers (below
age 30) did not increase [21].

Birth rates for older fathers (ages 45-49 and 50-54) are also increasing [42] and
this trend may even accelerate in the future due to medical progress (Viagra, for
example). Moreover, it became possible now to enjoy fatherhood at any old age
through an assisted reproduction technique called “intracytoplasmic sperm injec-
tion” or ICSI. A few remaining spermatozoa are extracted either from the semen or
testis of old men, and each sperm is then injected into an individual egg that is
implanted in the fallopian tube. Thus, old age and even a clinical death are not an
obstacle for fatherhood any longer.

There is, however, one important concern remaining: What will be the health and
longevity of the children born to older parents? While the detrimental effects of late
reproduction on infant mortality and genetic diseases has been well documented (see
below), little is known about the long-term postponed effects of delayed parenting on
the mortality and longevity of adult offspring. Thus there is a need to fill the gap that
exists in our knowledge about the possible postponed detrimental effects of late
parenting. '
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Scientific significance of the studies of the parental-age effects
Despite their practical and scientific importance, the fundamental mechanisms that
determine human longevity are still unknown. In particular, it is not yet known
whether the genomic damage is the most critically important force influencing
human longevity (mutation theory of aging [43]). One approach to resolving this
problem is to study the lifespan of the offspring born to parents at different ages and
to determine whether the established age-related accumulation of the DNA damage
in parental germ cells is important for longevity of the offspring. The scientific
credibility of such an approach is supported by the recent findings that paternal age
at reproduction is the major determinant of the level of mutation load in humans [44-
46].

According to existing evidence, parental age has many detrimental influences on
the longevity of offspring [47]. The major maternal age-related changes in humans are
increases in fetal aneuploidy later in reproductive life such as:

e Down’s syndrome (trisomy 21) [48-51],
e Klinefelter’s syndrome (XXY) [49-52],

e Edward’s syndrome (trisomy 18) and Patau’s syndrome (trisomy 13) [48, 49].

Advanced maternal age also remains an important independent risk factor for
fetal death [53-55].

The detrimental effect of late paternal reproduction is also well known: advanced
paternal age has been associated with an increase in new dominant mutations in
offspring that result in congenital anomalies [56-68]. In particular, paternal age is
responsible for new dominant autosomic mutations that cause different malforma-
tions, including:

e Achondroplasia [56, 57, 60],
Apert syndrome [56, 57],
Marfan syndrome [56, 57],

Osteogenesis imperfecta [67, 68] and other inherited diseases.

Older paternal age was observed among patients with Costello syndrome [69],
chondrodysplasia punctata [70], fibrodysplasia ossificans progressiva [71, 72], and
thanatophoric displasia [73]. Advanced paternal age at reproduction is also asso-
ciated with increased risk of preauricular cyst, nasal aplasia, cleft palate, hydro-
cephalus, pulmonic stenosis, urethral stenosis, and hemangioma [63). Increased
paternal age at childbirth is also an important independent risk factor for neonatal
and infant mortality [74].

There is, however, one very important question that has yet to be addressed: does
parental age at birth (or conception) influence the longevity of the vast majority of
the population of so-called “normal healthy people,” who do not suffer from
aneuploidy and other obvious genetic conditions that tend to appear early in life? In
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other words, are aging-related diseases associated with paternal and maternal age at
conception or birth? It is possible to address this question by examining the life
expectancy of adults (for example, at age 30 and older) as a function of parental age
at reproduction. By adult age a substantial portion of the subpopulation suffering
from early-acting deleterious mutations has already died (i.e., selected out). The
information on potential life-shortening effects of late parental reproduction on adult
offspring is notable because it addresses a possibly important gap in knowledge
about the mechanisms of human longevity, the aging process itself, and of the
possible role of accumulated genetic damage in the germ line on aging and longevity.

Historical background

The first mention in the historical literature suggesting a possible life-shortening
effect on offspring of delayed parenting was made by the French naturalist Buffon
(1826) who noted that when old men procreate “they often engender monsters,
deformed children, still more defective than their father” (cited by Robine and Allard
[75]). Before our initial studies on this topic [76, 77], other researchers partially
addressed the same issue [78, 79]. Jalavisto [78] analyzed 12786 published family
records of the Finnish and Swedish middle class and nobility for those born in 1500
1829. Unfortunately, in this interesting study the secular changes in human life span
during this long historical period (1500-1829) were not taken into account, and the
investigator did not attempt to control for the possible effects of other confounding
factors. Jalavisto [78] concluded that offspring born to older mothers live signifi-
cantly shorter while the age of the father was of no importance. This observation
deserves to be validated by controlling for the effects of other confounding factors
and historical changes in the life expectancy of birth cohorts.

In 1980 Pierre Philippe studied five birth cohorts (1800-29, 1830-49, 1850-69,
1870-79, 1880-99) from a small rural population of Isle-aux-Coudres, Quebec,
Canada [79]. Multiple discriminant analysis was used in order to study the effects of
different familial characteristics (such as parental consanguinity, maternal and
paternal age at time of childbirth, birth order, the interval since the previous birth,
months of birth, viability of the preceding infant, etc.) on offspring age at death
broken into ten age groups (from age 0 through 90 years and over). Surprisingly,
possibly the most evident and important predictors of offspring longevity (paternal
and maternal life spans) were not included in the analysis. Also, the authors noted the
following: “taking into consideration the possibility of differential emigration” from
this small rural area (Isle-aux-Coudres), the results of analysis “must certainly be
regarded cautiously” (p. 215) [79]. Indeed, in many cases the results of this analysis
were not statistically significant, perhaps because of the small size of the birth cohorts
(105-298 cases only in each cohort), and also because of possible overloading of the
analysis by too many variables (up to 26 binary variables were included in the
analysis). In spite of these problems, the authors of this study made an intriguing
observation that increased maternal age at time of childbirth (35 years and above) is
the main factor common to both early (05 years) and late (70 years and above) death
[79]. By contrast, increased father’s age was uncommon for long-lived offspring [79].
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These important and contradictory observations deserve to be validated by using
larger sample sizes and controlling for parental longevity. Control for parental
longevity is important because among long-lived women the proportion of those able
to become mothers after 40 years is 4 times higher compared to “normal” women
[80]. Thus, increased offspring longevity might not be due to the older age of mother
at childbirth per se, but due to higher longevity of such mothers and the inheritance
of the longevity by the offspring.

Our initial exploratory studies and findings

Our first studies on long-term effects of parental age at reproduction on offspring
longevity in humans were based on the statistical analysis of particularly accurate
and reliable genealogical data on European royal and noble families (description of
this database is published elsewhere [81-83]). We found that late paternal age at
reproduction has a specific life-shortening effect on daughters rather than sons [19,
20, 76, 77, 84]. Attempts to reproduce these results were made later by other authors
[75] using archives of Arles, France, but in this study both sexes (daughters and sons)
were mixed and analyzed together, so the results are not comparable. Since paternal
and maternal ages at reproduction are correlated (older mothers tend to have older
spouses), it is important to study the effect of maternal age on the offspring longevity.
It was found that for mothers in the reproductive age range of 20-39 there was no
observed effect of maternal age on the longevity of adult children [85]. Since the
reproductive life span of females is shorter than males because of menopause, the
sample size for children of very old mothers (more than 40 years old) has so far been
too small to draw any conclusions on this issue. Further studies designed to increase
sample sizes, are therefore important in order to assess the independent effects of
both paternal and maternal ages at reproduction on offspring longevity.

Biological ideas related to the studies of the parental-age effects

Two suggestive findings were made in the above mentioned studies [19, 20, 76, 77,
84]. First, the effect of parental reproductive age on longevity of adult children was
observed for fathers only (specific paternal effect). Second, it was shown that paternal
age is detrimental for longevity of daughters only (specific sex-linked effect on
daughters).

Both observations may have biological explanations. It has already been estab-
lished that the mutation rate in human paternal germ cells is much higher than in
maternal ones [44-46] — with the age of the father demonstrated to be the main factor
determining the spontaneous mutation rate of nuclear DNA [44-46]. Thus, there is a
good reason to expect the presence of a paternal rather than a maternal influence on
offspring longevity since mutational load in germ cells is mainly of paternal origin.
The reason for this specific paternal effect is that the mutation rate is largely
determined by the number of cell divisions and DNA replications — a time when
errors are introduced into the DNA of the germ cells. Since the number of cell
divisions between zygote and sperm (in males) is much larger than between zygote
and egg (in females), much higher accumulation of DNA damage in paternal germ
cells should be expected. In humans the estimated number of cell divisions in females
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between zygote and egg is 24, which is largely independent of age [86]. In males the
number of cell divisions between zygote and sperm is much larger. The number of
divisions prior to a sperm produced at puberty (e.g., age 13) is estimated at 36, and
thereafter the number increases by 23 divisions per year [86). So, at age 20 the
number of cell divisions is about 200 and has increased by age 50 to about 890 cell
divisions. Thus, there is reason to hypothesize specific paternal effects on mutational
load and longevity in the offspring.

The second observation is that high paternal reproductive age is detrimental for
daughters only. Since the paternal X chromosome is inherited by daughters rather than
sons, this observation might indicate that critical genes (critical targets for mutational
damage) important for longevity may be located on the X chromosome. This suggested
explanation is valid for both dominant and recessive mutations since one X chromo-
some only is active in each particular human female cell while the second X
chromosome is inactivated after the first 48 hours of the zygote’s development.

It is important to note that there is a good evolutionary reason for mother Nature
to hide critical genes on the X chromosome, since it is one of the safest locations in
the human genome. The reason is that the level of DNA damage in a particular
chromosome is determined by its exposure to the “male environment.” For example,
the most unfavorable situation is observed for Y chromosomes which are male-
specific. Since the Y chromosome is always in males while an autosome is in males
only half of the time, the level of DNA damage for this chromosome should be
especially high. Indeed, it has already been demonstrated that the primate evolution
rates (that are correlated to mutation rates) of the Y linked argininosuccinate
synthetase pseudogene is about 2 times higher than that of its autosomal counterpart
[87). Thus, in a sense the Y chromosome is the most “dangerous” place in the human
genome, which might be the reason why so few genes are associated with that
chromosome. Contrary to the Y chromosome, the X chromosome is less exposed to
the “male environment” since females have 2 copies of it while males have only one
copy. Since one-third of all human X chromosomes are in males, the X chromosome
should have a mutation rate that is two-thirds that of the autosomes (2/3 = 0.67).
Miyata et al. demonstrated that the X/autosome ratio for silent changes in DNA
during primate evolution (that is proportional to mutation rates) is in fact 0.69 (very
close to the expected 0.67 ratio) [87].

Recent studies on rodents also have demonstrated that the rate of substitution of
synonymous mutations in X-linked genes to that in autosomal ones is 0.62+0.04,
which is consistent with X-linked genes having a reduced mutation rate [88]. Thus,
the X chromosome is in a sense the “safest” place in the human genome — implying
that there is a good evolutionary reason to hide the most critical genes in this
particular chromosome. One such critical gene located in the X chromosome is the
gene for DNA polymerase alpha, an enzyme involved in DNA replication [89].
Mutations of this critical enzyme may result in a decrease in the accuracy of DNA
replication and thus a catastrophic increase in mutation rates [90, 91]. Other critical
genes located on the X chromosome are genes for glucose-6-phosphate dehydrogen-
ase (important for protection against oxidative damage of DNA and other struc-
tures) and plasma membrane Ca* transporting ATPase.
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Another possible explanation for the critical importance of mutation load on the X
chromosome is related to a special status of this chromosome in females. As already
noted, in each particular female cell only one X chromosome is active, while the
second one is inactivated. Thus, at the intracellular level there is no genetic
redundancy for genes located on the X chromosome compared to genes located on
autosomes (two active copies are there). For this reason, deleterious recessive
mutations could be completely complemented if they are heterozygous and are
located in autosomes, but they cannot be complemented at the intracellular level if
they are located on the X chromosome. Complementation of these mutations is
possible at the intercellular level only. Mutations on X chromosomes may therefore
be more “visible” by their effects on mortality compared to mutations on other
chromosomes.

Specific life-shortening effect of high paternal age on daughters’ longevity might be
also caused by the specific increase of mutation rates on the paternal X chromosome
- the X is methylated in the male germ line and for this reason should be more prone
to mutations than maternal X, as both X chromosomes are unmethylated in the
female germ line [92].

The X chromosome hypothesis provides a very specific prediction that we propose
to test in future studies. Since the grandfather’s X-chromosome is inherited through
the mother’s side only, one might expect a specific effect of the reproductive age of the
maternal grandfather. Specifically, this hypothesis predicts that grandchildren
(grandsons in particular) should live shorter if their mother was born to an older
grandfather [19]. This specific age effect of maternal grandfather was already
demonstrated for some X-linked genetic diseases, such as Duchenne muscular
dystrophy (caused by mutation in locus on Xp21 [93], hemophilia A and Lesch-
Nyhan disease (reviewed elsewhere [86]). However, this hypothesis was never tested
before for the duration of human life and we suggest this idea as a hypothesis for
future testing.

New revised estimates of paternal-age effects on human longevity

We present here the results of a new validation study on parental-age effects made on
a larger dataset with more reliable cross-checked data. This study confirms our
earlier findings and provides more definite results on parental-age effects. The
dependence of female lifespan on paternal age at reproduction (when daughter was
born) is presented in Table 3.

In order to avoid confounding of parental age effects by selective parental survival
(short-lived parents are always young parents, because dead parents do not
reproduce), the two methods are simultaneously used: (i) stratification, and (ii)
regression. Stratification is achieved by considering only those cases, where both
parents survived by age 50, which makes a sample more homogeneous with regard to
parental lifespan. Note that there is an optimal age to father a daughter. Daughters
born to older or younger fathers tend to live shorter lives on average. These are the
net effects of paternal age, when all other predictor variables are taken into account,
including maternal age effects that surprisingly proved to be less important.
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Table 3. Female lifespan as a function of paternal age at person’s birth (5063 cases, both parents
lived 50+ years)

Net effect*
in years Standard

Paternal age (point estimate) error p-Value
15-24 -2.26 1.28 0.078
25-29 -0.36 0.71 0.615
30-34 -0.53 0.62 0.388
35-39 0 Reference level

40-44 -0.11 0.67 0.868
45-49 -0.95 0.88 ' 0.282
50-54 -1.90 1.16 0.101
55-59 -5.37 1.65 0.001

*Net effect corresponds to additional years of life gained (or lost) compared to the reference category
(lifespan of daughters born to fathers of age 35-39). The data are point estimates of the differential
intercept coefficients adjusted for other explanatory variables using multivariate regression with nominal
variables.

Results for Table 3 are obtained through multivariate regression analysis of lifespan data (outcome
variable) for 5063 women born in 1800-1880 (extinct birth cohorts with lifespan known for each person),
who survived by age 30 (focus on analysis of adult lifespan). In order to avoid confounding of parental age
effects by selective parental survival (short-lived parents are always young parents, because dead parents do
not reproduce), the two methods are simultaneously used: (1) stratification, and (2) regression. Stratifica-
tion is achieved by considering only those cases, where both parents survived by age 50, which makes a
sample more homogeneous with regard to parental lifespan. In addition to this, the data on parental
lifespan above age 50 are also included in the multivariate regression model as categorized predictor
variables (grouped into five-year intervals). The following additional predictor variables are also included
in the model because of their predictive value: (1) calendar year of birth, (2) ethnicity (Russian British and
others), (3) cause of death (violent vs non-violent), (4) nobility rank of the father (indicator of social status),
(5) maternal age at childbirth (in order to discriminate between maternal and paternal age effects), (6) large
family size (number of siblings 11+), (7) late paternal age at first childbirth (45-49 years and 50+ years), (8)
young maternal age at last childbirth (before 25 years). The F-value for regression model is 10.12
(p<0.0001). Note that there were 103 cases of women born to father at ages 55-59 years and 160 cases of
women born to young father (15-24 years).

Statistically significant effects are highlighted in bold.

Shorter lifespan of daughters conceived to older fathers could be explained by age-
related accumulation of mutations in DNA of paternal germ cells [21, 46, 83].
Advanced paternal age at person’s conception is an important risk factor for such
disease of adult age as schizophrenia [94, 95], and such disease of old age as sporadic
(non-familial) Alzheimer disease [96].

It is more difficult to explain, why daughters born to particularly young fathers also
may live shorter lives. Standard social explanation, that low-income fathers without
education start reproducing earlier seems not to be easily applicable to this socially
elite group of royal and noble families. To explain this paradox we suggest a
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hypothesis that lifespan shortening may be caused by the excessive genomic
imprinting of the germ cell DNA in particularly young fathers. Specifically, we
hypothesize that the DNA of young fathers is hypermethylated and for this reason it
is more prone to mutations. Later in the life, as fathers become more mature, the
DNA is partially demethylated, so the risk of mutations may provisionally decline
with age (25-30 years). After that the mutation rate may start to increase again
because of the copy errors during DNA replication in paternal sperm cells. It is
known that the X chromosome is indeed methylated in the male germ line, while both
X chromosomes are unmethylated in the female germ line [92]. This may explain why
parental age effect on offspring lifespan is sex-specific: only paternal age is important,
while maternal age effects are quite small, and also the affected sex are daughters only
(that inherit paternal X chromosome). Further studies in this direction are required
to test the proposed hypothesis as well as other possible biological and social
explanations.

Analysis of the scientific literature suggests that there may be a fundamental
biological explanation of the “young father — short daughters’ lifespan” paradox. It
was found that the risk of congenital heart defects (ventricular septal defects, VSD,
and atrial septal defects, ASD) is increased not only among the offspring of the older
fathers, but also among the offspring ‘of particularly young fathers — below 20 years
[97]. Children born to younger fathers (under 20 years) have increased risk of neural
tube defects, hypospadias, cystic kidney, and Down syndrome [61].

In laboratory mouse, offspring born from older mature fathers exhibit better
behavioral performances (for spontaneous activity in both sexes, and learning
capacity in males) than those born from particularly young post-pubescent fathers
[98]. Similar results were obtained for humans in the study that involved the
distribution of scores obtained in psychometric tests by 18-year-old male subjects,
according to their father’s age at the time of their birth. The curve of such scores
produced an inverted U-shape, with poor scores for those conceived to particularly
young or old fathers. Maternal age did not appear to play a part in this event. These
results pose the problem of identifying genetic and/or biosocial factors associated
with young fathers, which might have an impact on the quality of the conceptus [99].

The practical importance of these findings is obvious: the age constrains for the
donors of sperm cells in the case of IVF (in vitro fertilization) should be probably
revised to exclude not only the old donors, but also those donors who are too young.
Of course, more detailed studies are required, before such important practical
recommendation could be made.

In contrast to females, the male lifespan does not decrease with late paternal age at
person’s birth, at least in this particular dataset (Table 4). This observation is the
second example (in addition to season-of-birth effects) in our study when the sex
differences in response to early-life conditions are observed.

Possible implications from the studies of the parental-age effects
It is important to continue and expand the studies on parental-age effects, because
they may have the following significant implications:
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Table 4. Male lifespan as a function of paternal age at person’s birth (5313 cases, both parents
lived 50+ years)

Net effect*
in years Standard

Paternal age (point estimate) error p-Value
15-24 -2.77 1.28 0.031
25-29 0.06 0.68 0.935
30-34 -1.05 0.58 0.069
35-39 0 Reference level

40-44 —0.85 0.64 0.185
45-49 0.01 0.81 0.990
50-54 0.17 1.13 0.878
55-59 -1.69 1.64 0.304

*Net effect corresponds to additional years of life gained (or lost) compared to the reference category
(lifespan of sons born to fathers of age 35-39). The data are point estimates of the differential intercept
coefficients adjusted for other explanatory variables using multivariate regression with nominal variables.

Results for Table 4 are obtained through multivariate regression analysis of lifespan data (outcome
variable) for 5313 men born in 18001880 (extinct birth cohorts with lifespan known for each peson),
who survived by age 30 (focus on analysis of adult lifespan). In order to avoid confounding of parental age
effects by selective parental survival (short-lived parents are always young parents, because dead parents do
not reproduce), the two methods are simultaneously used: (1) stratification, and (2) regression. Stratifica-
tion is achieved by considering only those cases, where both parents survived by age 50, which makes a
sample more homogeneous with regard to parental lifespan. In addition to this, the data on parental
lifespan above age 50 are also included in the multivariate regression model as categorized predictor
variables (grouped into five-year intervals). The following additional predictor variables are also included
in the model because of their predictive value: (1) calendar year of birth, (2) ethnicity (Russian British and
others), (3) cause of death (violent vs non-violent), (4) nobility rank of the father (indicator of social status),
(5) maternal age at childbirth (in order to discriminate between maternal and paternal age effects), (6) large
family size (number of siblings 11+), (7) late paternal age at first childbirth (45-49 years and 50+ years), (8)
young maternal age at last childbirth (before 25 years). The F-value for regression model is 8.46
(p<0.0001). Note that there were 99 cases of men born to father at ages 55-59 years and 152 cases of
men born to young father (15-24 years).

Statistically significant effects are highlighted in bold.

1. If further studies confirm significant parental age effects in humans, these
findings will have a profound effect on the concepts and methods of the genetic
epidemiologic longevity studies. In particular, all previous epidemiological and
genetic studies of human aging and life span will have to be revised by
controlling for confounding effects of the parental-age variables (in order to
avoid the omitted variable bias).

2. It is important for epidemiologists and physicians to know whether persons
born to older parents represent a risk group that should be screened more
carefully for their health problems at older ages. For example, it is recently
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found that the older paternal age is a risk factor for schizophrenia [94, 95],
prostate cancer [100], and a sporadic form of Alzheimer disease [96], while
maternal age has no prognostic importance. If parental-age effects prove to be
as important as the effects of smoking, the implications for life insurance
practice could become obvious.

3. Older parents (and companies involved in new reproductive technologies at
older ages) need to know about potential health risks associated with parenting
in later life. In the case of IVF (in vitro fertilization) the age constrains for the
donors of sperm and ova cells need to be more carefully considered.

4. On the other hand, if parental-age effects per se prove to be insignificant in
future studies (i.e., explained through confounding socioeconomic factors), this
would be a great relief for older parents and their children. This is a particularly

* relevant issue today given trends in delaying the childbearing in the industria-
lized countries. If the parental-age effects prove to be negligible, this finding will
become a scientific challenge for biologists who have to explain how human
species manage to cope with high mutation load accumulated in aging gamets.
This problem has already received increasing attention of the scientific
community [46, 101-103].

Finally, we believe that the findings presented in this study should be interpreted
with caution and need to be replicated on other datasets. Also, the results of this
study indicate the need for separate analysis of data for males and females when late-
life consequences of early-life conditions and events are explored. There is a definite
need for subsequent full-scale studies of the effects of early-life conditions on sex-
specific health outcomes in later life, and our suggestive findings presented here
justify the need for expansion of further work in this direction.

Acknowledgments

This study was supported in part by the grants of the National Institute on Aging
(NIH, USA). We are most grateful to Victoria G. Semyonova and Galina N.
Evdokushkina for computerization of the genealogical data for this study.

References

1. Gavrilov LA, Gavrilova NS (2001). The reliability theory of aging and longevity. J Theor
Biol. 213: 527-45.

2. Gavrilov LA, Gavrilova NS (1991). The Biology of Life Span: A Quantitative Approach.
New York: Harwood Academic Publisher.

3. Lucas A (1991). Programming by early nutrition in man. In: Bock GR, Whelan J, eds.
The Childhood Environment and Adult Disease. Chichester: Wiley, pp. 38-55.

4, Barker DJP (1992). Fetal and Infant Origins of Adult Disease. London: BMJ Publishing
Group.



46

10.

11.

12.

13.

14.
15.

16.

17.

18.

19.

20.

21.

22.

23.

24.

25.

26.
27.

LeoNID A. GAVRILOV AND NATALIA S. GAVRILOVA

Barker DJP (1998). Mothers, Babies, and Disease in Later Life, 2nd edn. London:
Churchill Livingstone.

Elo IT, Preston SH (1992). Effects of early-life conditions on adult mortality: a review.
Population Index 58: 186-212.

Kuh D, Ben-Shlomo B (1997). 4 Life Course Approach to Chronic Disease Epidemiology.
Oxford: Oxford University Press.

Leon DA, Lithell HO, Vagerd D, et al. (1998). Reduced fetal growth rate and increased
risk of death from ischaemic heart disease: cohort study of 15000 Swedish men and
women born 1915-29. Br Med J. 317: 241-5.

Lucas A, Fewtrell MS, Cole TJ (1999). Fetal origins of adult disease — the hypothesis
revisited. Br Med J. 319: 245-9.

Blackwell DL, Hayward MD, Crimmins EM (2001). Does childhood health affect
chronic morbidity in later life? Soc Sci Med. 52: 1269-84.

Bengtsson T, Lindstrom M (2000). Childhood misery and disease in later life: the effects
on mortality in old age of hazards experienced in early life, southern Sweden, 1760—
1894. Popul Stud. 54: 263-77.

Fogel RW, Costa DL (1997). A theory of technophysio evolution, with some implica-
tions for forecasting population, health care costs, and pension costs. Demography 34:
49-66.

Fogel RW (1997). Economic and social structure for an ageing population. Phil Trans
Royal Soc London, B 352: 1905-17.

Fogel RW (1999). Catching up with the economy. Am Econ Rev. 89: 1-21.

Dobzhansky T (1962). Mankind Evolving. The Evolution of Human Species. New Haven
and London: Yale University Press.

Griffiths AJF, Miller JH, Suzuki DT, Lewontin RC, Gelbart WM (1996). An Introduc-
tion to Genetic Analysis, 6th edn, New York: WH Freeman and Co.

Finger S, Le Vere TE, Almli CR, Stein DG, eds. (1988). Brain Injury and Recovery:
Theoretical and Controversial Issues. New York: Plenum Press.

Harman D, Eddy DE (1979). Free radical theory of aging: beneficial effects of adding
antioxidants to the maternal mouse diet on life span of offspring: possible explanation of
the sex difference in longevity. AGE 2: 109-22.

Gavrilov LA, Gavrilova NS (1997). Parental age at conception and offspring longevity.
Rev Clin Gerontol. 7: 5-12. )

Gavrilov LA, Gavrilova NS (1997). When fatherhood should stop? Science 277: 17-18.
Gavrilov LA, Gavrilova NS (2000). Human longevity and parental age at conception.
In: Robine J-M et al., eds. Sex and Longevity: Sexuality, Gender, Reproduction,
Parenthood. Berlin, Heidelberg: Springer-Verlag, pp. 7-31.

Gavrilov LA, Gavrilova NS (1999). Season of birth and human longevity. J Anti-Aging
Med. 2: 365-6.

Doblhammer G (1999). Longevity and month of birth: evidence from Austria and
Denmark. Demographic Research [Online], vol.1(3): 1-22. Available: <http://www.
demographic-research.org/Volumes/Voll/3/default.htm >.

Ames BN (1998). Micronutrients prevent cancer and delay aging. Toxicol Lett. 102-103:
5-8.

Moore KL (1988). The Developing Human. Clinically Oriented Embriology, 4th edn.
Philadelphia: WB Saunders Co.

Raven PH, Johnson GB (1992). Biology, 3rd edn. St Louis, MO: Mosby-Year Book.
Huntington E (1938). Season of Birth. New York: John Wiley and Sons.



28.

29.

30.

3L

32

33

34,

35.

36.

37.

38.

39.

40.

41.

42.

43.

45.

46.

47.

48.

EARLY-LIFE FACTORS MODULATING LIFESPAN 47

Miura T, Shimura M (1980). Longevity and season of birth. Jpn J Biometeorol. 17: 27-31
(In Japanese, English abstract).

Fox JP, Hall CE, Elveback LR (1970). Epidemiology. Man and Disease. London: The
Macmillan Co.

Suvisaari J (1999). Incidence and risk factors of schizophrenia in Finland (Academic
Dissertation, University of Helsinki).

Suvisaari J, Haukka J, Tanskanen A, Hovi T, Lonnqvist J (1999). Association between
prenatal exposure to poliovirus infection and adult schizophrenia. Am J Psychiatry 156:
1100-2.

Rantakallio P, Jones P, Moring J, von Wendt L (1997). Association between central
nervous system infections during childhood and adult onset schizophrenia and other
psychosis: a 28-year follow-up. Int J Epidemiol. 26: 837-43.

Brackenridge CJ (1980). Bimodal month of birth distribution in cystic fibrosis. Am J
Med Genet. 5: 295-301.

Smits LJ, Van Poppel FW, Verduin JA, Jongbloet PH, Straatman H, Zielhuis GA (1997).
Is fecundability associated with month of birth? An analysis of 19th and early 20th
century family reconstitution data from The Netherlands. Hum Reprod. 12: 2572-8.
Dassa D, Azorin JM, Ledoray V, Sambuc R, Giudicelli S (1996). Season of birth and
schxzophrema sex difference. Prog Neuropsychopharmacol Biol Psychiatry 20: 243-51.
Takei N, O’Callaghan E, Sham PC, Glover G, Murray RM (1993). Does prenatal
influenza divert susceptible females from later affective psychosis to schizophrenia? Acta
Psychiatr Scand. 88: 328-36.

Takei N, Sham P, O’Callaghan E, Murray GK, Glover G, Murray RM (1994). Prenatal
exposure to influenza and the development of schizophrenia: is the effect confined to
females? Am J Psychiatry 151: 117-19.

Doblhammer G, Vaupel JW (2001). Lifespan depends on month of birth. Proc Nat! Acad
Sci USA 98: 2934-9,

Smithers AG, Cooper HJ (1984). Social-class and season of birth. J Soc Psychol. 124:
79-84.

Bobak M, Gjonca A (2001). The seasonality of live birth is strongly influenced by socio-
demographic factors. Hum Reprod. 16: 1512-17.

Kuliev AM, Modell B (1990). Problems in the control of genetic disorders. Biomed Sci.
1: 3-17.

US Monthly Vital Statistics Report (1997). vol. 45, no.11s. Washington DC: National
Center for Health Statistics.

Vijg J, Gossen JA (1993). Somatic mutations and cellular aging. Comp Biochem Physiol.
104B: 429-37. .

Crow JF (1993). How much do we know about spontaneous human mutation rates?
Environ Mol Mutagen 21: 122-9,

Crow JF (1995). Spontaneous mutation as a risk factor. Exp Clin Immunogenet. 12: 121~
8.

Crow JF (1997). The high spontaneous mutation rate: Is it a health risk? Proc Nat! Acad
Sci USA 94: 8380-6.

Finch CE (1990). Longevity, Senescence and the Genome. Chicago: University of Chicago
Press.

Hook EB (1986). Parental age and effects on chromosomal and specific locus mutations
and on other genetic outcomes in offspring. In: Mastroianni L, Paulsen CA, eds. Aging,
Reproduction, and the Climacteric. New York: Plenum Press, pp. 117-46.



48

49.

50.

51.

52.

53.

54.

55.

56.
57.

58.

59.

60.

61.

62.

63.

64.

65.

66.

67.

68.

69.
70.

71.

72.

LEONID A. GAVRILOV AND NATALIA S. GAVRILOVA

Carothers AD, Collyer S, De Mey R, Frackiewicz A (1978). Parental age and birth order
in the aethiology of some sex chromosome aneuploidies. Ann Human Genet. 41: 277-87.
Erickson JD (1978). Down syndrome, paternal age, maternal age and birth order. Ann
Hum Genet. 41: 289-98.

Saxen L (1983). Twenty years of study of the etiology of congenital malformations in
Finland. Issues Rev Teratol. 1: 13-110.

Carothers AD, Filippi G (1988). Klinefelter’s syndrome in Sardinia and Scotland.
Comparative studies of parental age and other aetiological factors in 47,XXY. Hum
Genet. 81: 71-5.

Parazzini F, La Vecchia C, Mezzanotte G, Fedele L (1990). Maternal cohort, time of
stillbirth, and maternal age effects in Italian stillbirth mortality. J Epidemiol Commun
Health 44: 152-4.

Resseguie LJ (1976). Comparison of longitudinal and cross-sectional analysis: maternal
age and stillbirth ratio. Am J Epidemiol. 103: 551-9.

Fretts RC, Schmittdiel J, McLean FH, Usher RH, Goldman MB (1995). Increased
maternal age and the risk of fetal death. N Engl J Med. 333: 953-7.

Auroux M (1993). Age du pere et developpement. Contracept Fertil Sex 21: 382-5.
Auroux M (1993). La qualite du conceptus en fonction de I'age du pere. J Urol (Paris)
99: 29-34.

Auroux M (1983). La viellissement testiculaire et ses consequences. J Gynecol Obstet Biol
Reprod (Paris) 12: 11-17.

Risch N, Reich EW, Wishnick MM, McCarthy JG (1987). Spontaneous mutation and
parental age in humans. Am J Hum Genet. 41: 218-48.

Lian ZH, Zack MM, Erickson JD (1986). Paternal age and the occurrence of birth
defects. Am J Hum Genet. 39: 648-60.

McIntosh GC, Olshan AF, Baird PA (1995). Paternal age and the risk of birth defects in
offspring. Epidemiology 6: 282-8.

Meacham RB, Murray MJ (1994). Reproductive function in the aging male. Urol Clin N
Am 21: 549-56.

Savitz DA, Schwingl PJ, Keels MA (1991). Influence of paternal age, smoking, and
alcohol consumption on congenital anomalies. Teratology 44: 429-40.

Friedman JM (1981). Genetic disease in the offspring of older fathers. Obstet Gynecol.
57: 745-9.

Bordson BL, Leonardo VS (1991). The appropriate upper limit for semen donors: a
review of the genetic effects of paternal age. Fertil Steril. 56: 397-401.

Vogel F (1983). Mutation in man. In: Emery AEH, Rimon D, eds. Principles and
Practices of Medical Genetics. London: Churchill Livingstone, pp. 20-46.

Carothers AD, McAllion SJ, Paterson CR (1986). Risk of dominant mutation in older
fathers: evidence from osteogenesis imperfecta. J Med Genet. 23: 227-30.

Young ID, Thompson EM, Hall CM, Pembrey ME (1987). Osteogenesis imperfecta type
11A: evidence for dominant inheritance. J Med Genet. 24: 386-9.

Lurie IW (1994). Genetics of the Costello syndrome. Am J Med Genet. 52: 358-9.
Sheffield LJ, Danks DM, Mayne V, Hutchinson AL (1976). Chondrodysplasia punctata
— 23 cases of a mild and relatively common variety. J Pediatr. 89: 916-23.

Connor JM, Evans DA (1982). Genetic aspects of fibrodysplasia ossificans progressiva.
J Med Genet. 19: 35-9.

Rogers JG, Chase GA (1979). Paternal age effect in fibrodysplasia ossificans progressiva.
J Med Genet. 16: 147-8.



73.

74.

75.

76.

77.

78.
79.
80.
81.
82.
83.
84.

8s.

86.

87.

88.

89.

90.

91.

92.

93.

EARLY-LIFE FACTORS MODULATING LIFESPAN 49

Martinez-Frias ML, Ramos-Arroyo MA, Salvador J (1988). Thanatophoric displasia:
an autosomal dominant condition? Am J Med Genet. 31: 815-20.

Gourbin C, Wunsch G (1999). Paternal age and infant mortality. Genus 55: 61-72.
Robine J-M, Allard M (1997). Towards a genealogical epidemiology of longevity. In:
Robine J-M, Vaupel JW, Jeune B, Allard M, eds. Longevity: To the Limits and Beyond.
Berlin, Heidelberg: Springer-Verlag, pp. 121-9.

Gavrilov LA, Gavrilova NS, Snarskaya NP, et al. (1995). Paternal age and the life span
of descendants. Proceedings of Russian Academy of Sciences [Doklady Akademii Nauk],
341: 566-8. English translation published in Doklady Biol Sci. 341: 196-8.

Gavrilov LA, Gavrilova NS, Semyonova VG, ef al. (1995). Human longevity genes are
located in X-chromosome. In: Knook DL, Dittman-Kohli F, Duursma SA et al., eds.
Ageing in a Changing Europe. II1 European Congress of Gerontology: 30 August-1
September, 1995. Abstract No.020.0027: Netherlands Institute of Gerontology, Utrecht.
Jalavisto E (1950). The influence of parental age on the expectation of life. Rev Med
Liége 5: 719-22. ’

Philippe P (1980). Longevity: some familial correlates. Soc Biol. 27: 211-19.

Perls TT, Alpert L, Fretts RC (1997). Middle-aged mothers live longer. Nature 389: 133.
Gavrilova NS, Gavrilov LA (1999). Data resources for biodemographic studies on
familial clustering of human longevity. Demographic Res. [Online), 1(4): 1-48.
Gavrilova NS, Gavrilov LA (2001). When does human longevity start?: Demarcation of
the boundaries for human longevity. J Anti-Aging Med. 4: 115-24.

Gavrilov LA, Gavrilova NS (2001). Biodemographic study of familial determinants of
human longevity. Population (English Selection) 13: 197-222.

Gavrilov LA, Gavrilova NS, Kroutko VN, ez al. (1997). Mutation load and human
longevity. Mutat Res. 377: 61-2.

Gavrilov LA, Gavrilova NS, Semyonova VG, et al. (1997). Maternal age and offspring
longevity. Proceedings of Russian Academy of Sciences [Doklady Akademii Nauk], 354:
569-72.

Vogel F, Motulsky AG (1997). Human Genetics. Problems and Approaches. Berlin:
Springer-Verlag.

Miyata T, Kuma K, Iwabe N, Hayashida H, Yasunaga T (1990). Different rates of
evolution in autosome-, X chromosome, and Y chromosome-linked genes: hypothesis of
male-driven molecular evolution. In: Takahata N, Crow J, eds. Population Biology of
Genes and Molecules. Tokyo: Baifukan, Tokyo, pp. 341-57.

McVean GT, Hurst LD (1997). Evidence for a selectively favourable reduction in the
mutation rate of the X chromosome. Nature 386: 388-92.

Wang TS, Pearson BE, Suomalainen HA, et al. (1985). Assignment of the gene for
human DNA polymerase alpha to the X chromosome. Proc Natl Acad Sci USA 82:
5270-4.

Orgel LE (1963). The maintenance of accuracy of protein synthesis and its relevance to
aging. Proc Natl Acad Sci USA 49: 512-17.

Orgel LE (1970). The maintenance of the accuracy of protein synthesis and its relevance
to ageing: a correction. Proc Natl Acad Sci USA 67: 1476.

Driscoll DJ, Migeon BR (1990). Sex difference in methylation of single-copy genes in
human meiotic germ-cells — implications for X-chromosome inactivation, parental
imprinting, and origin of CpG mutations. Somat Cell Mol Genet. 16: 267-82.

Bucher K, Ionasescu V, Hanson J (1980). Frequency of new mutants among boys with
Duchenne muscular dystrophy. Am J Med Genet. 7: 27-34.



50

94,
95.

96.

97.
98.

99.

100.

101.
102.

103.

LEONID A. GAVRILOV AND NATALIA S. GAVRILOVA

Malaspina D (2001). Paternal factors and schizophrenia risk: de novo mutations and
imprinting. Schizophr Bull. 27: 379-93.

Malaspina D, Harlap S, Fennig S, ez al. (2001). Advancing paternal age and the risk of
schizophrenia. Arch Gen Psychiatry 58: 361-17.

Bertram L, Busch R, Spiegl M, Lautenschlager NT, Miiller U, Kurz A (1998). Paternal
age is a risk factor for Alzheimer disease in the absence of a major gene. Neurogenetics 1:
277-80.

Olshan AF, Schnitzer PG, Baird PA (1994). Paternal age and the risk of congenital heart
defects. Teratology 50: 80—4.

Auroux M, Nawar NN, Naguib M, Baud M, Lapaquellerie N (1998). Post-pubescent to
mature fathers: increase in progeny quality? Hum Reprod. 13: 55-9.

Auroux M, Mayaux MJ, Guihard-Moscato ML, Fromantin M, Barthe J, Schwartz D
(1989). Paternal age and mental functions of progeny in man. Hum Reprod. 4: 794-17.
Zhang Y, Kreger BE, Dorgan JF, et al. (1999). Parental age at child’s birth and son’s risk
of prostate cancer. The Framingham Study. Am J Epidemiol. 150: 1208-12.

Crow JF (1999). The odds of losing at genetic roulette. Nature 397: 293—4.

Eyre-Walker A, Keightley PD (1999). High genomic deleterious mutation rates in
hominids. Nature 397: 344-7.

Gavrilov LA, Gavrilova NS (1999). How human longevity and species survival could be
compatible with high mutation rates. J Anti-Aging Med. 2: 153-4.

This publication should be referenced as follows:

Gauvrilov, L.A., Gavrilova, N.S., 2003. Early-life factors modulating lifespar
In: Rattan, S.I.S. (Ed.). Modulating Aging and Longevity. Kluwer Academi
Publishers, Dordrecht, The Netherlands, 27-50.



	f1: This publication should be referenced as follows:
	f2: Gavrilov, L.A., Gavrilova, N.S., 2003. Early-life factors modulating lifespan. In: Rattan, S.I.S. (Ed.). Modulating Aging and Longevity. Kluwer Academic Publishers, Dordrecht, The Netherlands, 27-50.
	f3: This publication should be referenced as follows:
	f4: Gavrilov, L.A., Gavrilova, N.S., 2003. Early-life factors modulating lifespan. In: Rattan, S.I.S. (Ed.). Modulating Aging and Longevity. Kluwer Academic Publishers, Dordrecht, The Netherlands, 27-50.


